
GO:0002376
immune system proces...

0.18353
12 / 21

GO:0002520
immune system develo...

0.18750
8 / 13

GO:0002682
regulation of immune...

0.18854
10 / 17

GO:0006091
generation of precur...

0.01835
5 / 5

GO:0007275
multicellular organi...

0.46051
18 / 37

GO:0008150
biological_process

1.00000
29 / 62

GO:0008152
metabolic process

0.90932
24 / 54

GO:0009987
cellular process

0.78530
28 / 60

GO:0030097
hemopoiesis

0.18750
8 / 13

GO:0030099
myeloid cell differe...

0.00773
6 / 6

GO:0030154
cell differentiation

0.21775
17 / 32

GO:0032501
multicellular organi...

0.39966
22 / 45

GO:0032502
developmental proces...

0.41648
21 / 43

GO:0042592
homeostatic process

0.04316
13 / 20

GO:0044237
cellular metabolic p...

0.88795
22 / 50

GO:0044699
single−organism proc...

0.54913
28 / 59

GO:0044707
single−multicellular...

0.53227
20 / 42

GO:0044763
single−organism cell...

0.86053
26 / 57

GO:0044767
single−organism deve...

0.43202
20 / 41

GO:0045595
regulation of cell d...

0.67826
9 / 20

GO:0045637
regulation of myeloi...

0.01835
5 / 5

GO:0048513
animal organ develop...

0.29386
17 / 33

GO:0048534
hematopoietic or lym...

0.18750
8 / 13

GO:0048731
system development

0.46051
18 / 37

GO:0048856
anatomical structure...

0.43202
20 / 41

GO:0048869
cellular development...

0.21775
17 / 32

GO:0048872
homeostasis of numbe...

0.01835
5 / 5

GO:0050789
regulation of biolog...

0.99227
24 / 56

GO:0050793
regulation of develo...

0.79274
12 / 28

GO:0050794
regulation of cellul...

0.90932
24 / 54

GO:0051239
regulation of multic...

0.79274
12 / 28

GO:0060249
anatomical structure...

0.02434
8 / 10

GO:0065007
biological regulatio...

0.98165
25 / 57

GO:0065008
regulation of biolog...

0.23658
15 / 28

GO:1903706
regulation of hemopo...

0.16255
5 / 7

GO:2000026
regulation of multic...

0.81623
10 / 24

GO BP DAG analysis



GO:0001882
nucleoside binding

0.0674
10 / 15

GO:0003674
molecular_function

1.0000
28 / 60

GO:0003824
catalytic activity

0.7713
14 / 32

GO:0005488
binding
0.8620
25 / 55

GO:0016462
pyrophosphatase acti...

0.0420
4 / 4

GO:0016787
hydrolase activity

0.4124
5 / 9

GO:0016817
hydrolase activity, ...

0.0420
4 / 4

GO:0016818
hydrolase activity, ...

0.0420
4 / 4

GO:0017111
nucleoside−triphosph...

0.0420
4 / 4

GO:0036094
small molecule bindi...

0.1842
10 / 17

GO:0097159
organic cyclic compo...

0.3564
18 / 36

GO:0097367
carbohydrate derivat...

0.0674
10 / 15

GO:1901363
heterocyclic compoun...

0.3564
18 / 36

GO MF DAG analysis



GO:0005575
cellular_component

1.0000
31 / 65

GO:0005576
extracellular region

0.0914
12 / 19

GO:0031982
vesicle
0.0525
12 / 18

GO:0031988
membrane−bounded ves...

0.0122
12 / 16

GO:0043226
organelle
0.4587
25 / 51

GO:0043227
membrane−bounded org...

0.3513
25 / 50

GO:0043230
extracellular organe...

0.0194
10 / 13

GO:0044421
extracellular region...

0.0486
11 / 16

GO:0065010
extracellular membra...

0.0194
10 / 13

GO:0070062
extracellular exosom...

0.0194
10 / 13

GO:1903561
extracellular vesicl...

0.0194
10 / 13

GO CC DAG analysis


